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Hold on to your PanT$S
Developed by a Johns Hopkins-led research team, the Pancreatic Tumor Segmentation Dataset may be the key for training Al models to detect

there’s a new pancreatic cancer detection dataset in town

pancreatic cancer early enough to make a difference in patients' survival. Pancreatic cancer is the third leading cause of cancer-related deaths in the
U.S., with 80-85% of cases diagnosed too late for eftective treatment. ‘T was confused when radiologists and surgeons gave me completely different answers,”
recalls a JHU student who benefited from early detection and timely surgery. “Pinning down the ground truth at early stages is difficult.”

A %% PanTs is a large-scale, multi-institutional dataset,

200007 containing 36,390 CT scans from 145 centers,

% 40007 with expert-validated, voxel-wise annotations of

T 3200 over 993,000 anatomical structures, including

E 2400 - pancreatic tumors, pancreas head, body, and tail,

E 1600 and 24 surrounding anatomsical structures such

" 200 as vascular, skeletal structurves and abdominal,

thorvacic organs. Pan'TS offers rich metadata—

O‘ : such as patient age, sex, diagnosis, and more—

g,o‘.\{»’ and information about imaging protocols and

& &\cé biomarkers, the largest CT dataset ever released.
Q@Qée’ PanTS was annotated using MONAI Label.

9,901 CT scans + 28 classes masks + metadata
New structured reports are now publicly available!
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s The inter-annotator agreement was evaluated
§ 80 - using the DSC between the two independent
o annotators (unior radiologists). Most annotations
c c 5 9

2 60- demonstrate high agreement, confirming their
g reliability. A minimum threshold of DSC=20%
> 407 is used to flag low-agreement cases, which are
o reviewed by senior radiologists tor turther quality
© 20 -G e i

3 min. threshold assurance. Low-agreement cases often arve small
c or ambiguous tumors.
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ustification of Annotating Large-Scale Tumor Datasets
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R2. Benchmark on the PanTS-test leaderboard
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is available for early access, including 47,315 CT scans with voxel-wise annotated pancreatic tumors and 88 anatomical structures.
Let’s Connected! BodyMaps is a rigorously mentored research program at the convergence of Al and Medicine hosted at Johns Hopkins Unzversity, Johns
Hopkins Medicine, Unzversity of Caltfornia, San Francisco, and Nvidia. We welcome students, researchers, clinicians, and developers around the world. The
goal is to create comprebensive annotations of the entire human body, enabling us to build large-scale annotated datasets and develop effective AI algorithms. The BodyMaps
Program has now contributed a total of 241,336 patients’ C'1 scans with detailed, per-voxel annotations of 377 anatomical structures and their associated tumors.



